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Eco57 |
Dra i Bel
Pme I BspH | BsrB |

GTTTACCCGCCAATATATCCTGTCAAACACTGATAGTTTAAACTGAAGGCGGGAAACGACAATCTGATCATGAGCGGAGAATTAAGGGAG
+ 90
CAAATGGGCGGTTATATAGGACAGTTTGTGACTATCAAATTTGACTTCCGCCCTTTGCTGTTAGACTAGTACTCGCCTCTTAATTCCCTC

Miu113 |

TCACGTTATGACCCCCGCCGATGACGCGGGACAAGCCGTTTTACGTTTGGAACTGACAGAACCGCAACGATTGAAGGAGCCACTCAGCbG
i | i | i | i | i | i | i | i | i F 180
AGTGCAATACTGGGGGCGGCTACTGCGCCCTGTTCGGCAAAATGCAAACCTTGACTGTCTTGGCGTTGCTAACTTCCTCGGTGAGTCGGC

Uba1221 I
i Uba1221 | Nhe |
Sac Il Bpm | Bsu36 | Ace I

CGGGTTTCTGGAGTTTAATGAGCTAAGCACATACGTCAGAAACCATTATTGCGCGTTCAAAAGTCGCCTAAGGTCACTATCAGCTAGCAA
+ 270

GCCCAAAGACCTCAAATTACTCGATTCGTGTATGCAGTCTTTGGTAATAACGCGCAAGTTTTCAGCGGATTCCAGTGATAGTCGATCGTT

Bsg |
Sspl Bsp24 | { Bsp24 I

ATATTTCTTGTCAAAAATGCTCCACTGACGTTCCATAAATTCCCCfCGGTATCCAATTAGAGTCTCATATTCACTCTtAATCCAAATAAT
i | i | i | i | i | i | i | i | i + 360
TATAAAGAACAGTTTTTACGAGGTGACTGCAAGGTATTTAAGGGGAGCCATAGGTTAATCTCAGAGTATAAGTGAGAGTTAGGTTTATTA

Iaq r
: Eagl
i Eagl

BsaB | BspM | i : .EC°52 I

CTGCACCGGATCTGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTA
+ 450

GACGTGGCCTAGACCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCGATAAGCCGAT

neomycin

Kas |

Nar |
s Ehe l
’ Bbe I

TGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGA
+ 540
ACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAACAGTTCTGGCT

neomycin
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Msp20 |
i Ball Fspl
' Msp20| § Pqu

Pst! b
+ 630

Drd I Taq Il
CCTGTCCGGTGCCCTGAATGAACTGCAGGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGA

GGACAGGCCACGGGACTTACTTGACGTCCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCT

neomycin

TThlllI EC057|
CGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAA
+ 720
GCAACAGTGACTTCGCCCTTCCCTGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTT

neomycin

EcoR124 Il

BspM |

BsiD |
810

AGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGA

TCATAGGTAGTACCGACTACGTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCT

neomycin

Ear |
Bce83|

Sap I

GCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGC
+ 900
CGCTCGTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCG

neomycin

BscE |
{ BssH I
P BscE |
;; ; Sphl Ncol
CAGGCTCAAGGCGCGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCG
+ 990

GTCCGAGTTCCGCGCGTACGGGCTGCCGCTCCTAGAGCAGCACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGC

neomycin

Ear |
Sap I

Taq Il

i NgoM |

Nae I Cspl
CTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCT
+ 1080

GAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAACCGATGGGCACTATAACGACTTCTCGA

neomycin
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E0057 I BssS | BsrB |
TGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGA
1170
ACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAGATAGCGGAAGAACTGCT
neomycin
Bpl 1 BspM |
i BsrB I Bpl | Csp45 | Taq 1l BssS |
+ 1260

GTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTC

CAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCGGCGGAAG

neomycin >

Bpm |
NgoM |
Bsp24 I' i Nael Bsp24| EcoD XXI
TATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCAG
+ 1350
ATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTCAAGAAGCGGGTC
Eagl
| Eagl
Bpml EcoR124I EcoR \% i Ec052l BpulOI
F 1440

GGATCTCTGCGGAACAGGCGGTCGAAGGTGCCGATATCATTACGACAGCAACGGCCGACGAGCACAACGCCACGATCCTGAGCGACAATA

CCTAGAGACGCCTTGTCCGCCAGCTTCCACGGCTATAGTAATGCTGTCGTTGCCGGCTGCTCGTGTTGCGGTGCTAGGACTCGCTGTTAT

Bsp120 | Taq Il
' EcoR \%

g Apal
TGATCGGGCCCGGCGTCCACATCAACGGCGTCGGCGGCGACTGCCCAGGCAAGACCGAGATGCACCGCGATATCTTGCTGCGTTCGGATA
+ 15630

ACTAGCCCGGGCCGCAGGTGTAGTTGCCGCAGCCGCCGCTGACGGGTCCGTTCTGGCTCTACGTGGCGCTATAGAACGACGCAAGCCTAT

Pvul Bst98 |
TTTTCGTGGAGTTCCCGCCACAGACCCGGATGATCCCCGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCG
t } t } t } t } t } t } t } t } t + 1620
AAAAGCACCTCAAGGGCGGTGTCTGGGCCTACTAGGGGCTAGCAAGTTTGTAAACCGTTATTTCAAAGAATTCTAACTTAGGACAACGGC
BspLU11 |
i Ppul0 |
| BfrBI
BsaB | | _ ; Nsi |
+ 1710

GTCTTGCGATGATTATCATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGG

CAGAACGCTACTAATAGTATATTAAAGACAACTTAATGCAATTCGTACATTATTAATTGTACATTACGTACTGCAATAAATACTCTACCC
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BscE | BscE |
i BssH I i BssH Il
P BscEI P BscEI
TTTTTATGATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGG
+ 1800
AAAAATACTAATCTCAGGGCGTTAATATGTAAATTATGCGCTATCTTTTGTTTTATATCGCGCGTTTGATCCTATTTAATAGCGCGCGCC
+ 1890

TGTCATCTATGTTACTAGATCGGGGCCTCCTGTCAATGCTGGCGGCGGCTCTGGTGGTGGTTCTGGTGGCGGCTCTGAGGGTGGTGGCTC

TGAGGGTGGCGGTTCTGAGGGTGGCGGCTCTGAGGGAGGCGGTTCCGGTGGTGGCTCTGGTTCCGGTGATTTTGATTATGAAAAGATGGC
" } } | | } : } . } t } t t ; f + 1980
ACTCCCACCGCCAAGACTCCCACCGCCGAGACTCCCTCCGCCAAGGCCACCACCGAGACCAAGGCCACTAAAACTAATACTTTTCTACCG

ACAGTAGATACAATGATCTAGCCCCGGAGGACAGTTACGACCGCCGCCGAGACCACCACCAAGACCACCGCCGAGACTCCCACCACCGAG

TaqH
AAACGCTAATAAGGGGGCTATGACCGAAAATGCCGATGAAAACGCGCTACAGTCTGACGCTAAAGGCAAACTTGATTCTGTCGCTACTGA
+ 2070
TTTGCGATTATTCCCCCGATACTGGCTTTTACGGCTACTTTTGCGCGATGTCAGACTGCGATTTCCGTTTGAACTAAGACAGCGATGACT
Bce83 |

2160

Clal
TTACGGTGCTGCTATCGATGGTTTCATTGGTGACGTTTCCGGCCTTGCTAATGGTAATGGTGCTACTGGTGATTTTGCTGGCTCTAATTC

AATGCCACGACGATAGCTACCAAAGTAACCACTGCAAAGGCCGGAACGATTACCATTACCACGATGACCACTAAAACGACCGAGATTAAG

Sspl
' BsaXI

anl
+ 2250

CCAAATGGCTCAAGTCGGTGACGGTGATAATTCACCTTTAATGAATAATTTCCGTCAATATTTACCTTCCCTCCCTCAATCGGTTGAATG
GGTTTACCGAGTTCAGCCACTGCCACTATTAAGTGGAAATTACTTATTAAAGGCAGTTATAAATGGAAGGGAGGGAGTTAGCCAACTTAC

Vspl Pqu

Bsa XI
TCGCCCTTTTGTCTTTGGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGA
+ 2340

AGCGGGAAAACAGAAACCGGGTTATGCGTTTGGCGGAGAGGGGCGCGCAACCGGCTAAGTAATTACGTCGACCGTGCTGTCCAAAGGGCT

Vspl
CTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCG
+ 2430
GACCTTTCGCCCGTCACTCGCGTTGCGTTAATTACACTCAATCGAGTGAGTAATCCGTGGGGTCCGAAATGTGAAATACGAAGGCCGAGC




Page 5

Tuesday, December 20, 2005 3:01 PM
pBI101.3 TDNA Map (1 >5352) Site and Sequence

Ecoprr |
i Bbrl
Hind 1l Pst |
i BspM | Sse8387 |
; Sphl i sall

BsrB |
TATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTTGCATGCCTGCAGGTCGA
, ' I ; } : } . } + + 2520

ATACAACACACCTTAACACTCGCCTATTGTTAAAGTGTGTCCTTTGTCGATACTGGTACTAATGCGGTTCGAACGTACGGACGTCCAGCT
— DOlYlINKEr  e—

BamH |
Bsp24 I
’ RleA|

i Xma |
:Xba | :Smal i
CTCTAGAGGATCCCCGGGTACGGTCAGTCCCTTATGTTACGTCCTGTAGAAACCCCAACCCGTGAAATCAAAAAACTCGACGGCCTGTGG
f t f t f t f t f t + 2610

GAGATCTCCTAGGGGCCCATGCCAGTCAGGGAATACAATGCAGGACATCTTTGGGGTTGGGCACTTTAGTTTTTTGAGCTGCCGGACACC

beta-glucuronidase

— Oy liNKEr  —
Mun |

Bsp24 |
BsaM | Nru | Bcl |
GCATTCAGTCTGGATCGCGAAAACTGTGGAATTGATCAGCGTTGGTGGGAAAGCGCGTTACAAGAAAGCCGGGCAATTGCTGTGCCAGGC
+ 2700

CGTAAGTCAGACCTAGCGCTTTTGACACCTTAACTAGTCGCAACCACCCTTTCGCGCAATGTTCTTTCGGCCCGTTAACGACACGGTCCG

beta-glucuronidase

ECOR124 I
AGTTTTAACGATCAGTTCGCCGATGCAGATATTCGTAATTATGCGGGCAACGTCTGGTATCAGCGCGAAGTCTTTATACCGAAAGGTTGG
+ 2790

TCAAAATTGCTAGTCAAGCGGCTACGTCTATAAGCATTAATACGCCCGTTGCAGACCATAGTCGCGCTTCAGAAATATGGCTTTCCAACC

beta-glucuronidase

RIeA I

Ecoprr I
GCAGGCCAGCGTATCGTGCTGCGTTTCGATGCGGTCACTCATTACGGCAAAGTGTGGGTCAATAATCAGGAAGTGATGGAGCATCAGGGC
+ 2880

CGTCCGGTCGCATAGCACGACGCAAAGCTACGCCAGTGAGTAATGCCGTTTCACACCCAGTTATTAGTCCTTCACTACCTCGTAGTCCCG

beta-glucuronidase
EcoD XXI

SnaBI

GGCTATACGCCATTTGAAGCCGATGTCACGCCGTATGTTATTGCCGGGAAAAGTGTACGTATCACCGTTTGTGTGAACAACGAACTGAAC
+ 2970

CCGATATGCGGTAAACTTCGGCTACAGTGCGGCATACAATAACGGCCCTTTTCACATGCATAGTGGCAAACACACTTGTTGCTTGACTTG

beta-glucuronidase

TGGCAGACTATCCCGCCGGGAATGGTGATTACCGACGAAAACGGCAAGAAAAAGCAGTCTTACTTCCATGATTTCTTTAACTATGCCGGA
. ; ' ; } : } . } + + 3060

ACCGTCTGATAGGGCGGCCCTTACCACTAATGGCTGCTTTTGCCGTTCTTTTTCGTCAGAATGAAGGTACTAAAGAAATTGATACGGCCT

beta-glucuronidase
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EcoR \% PshA I

Taq I
ATCCATCGCAGCGTAATGCTCTACACCACGCCGAACACCTGGGTGGACGATATCACCGTGGTGACGCATGTCGCGCAAGACTGTAACCAC
3150

TAGGTAGCGTCGCATTACGAGATGTGGTGCGGCTTGTGGACCCACCTGCTATAGTGGCACCACTGCGTACAGCGCGTTCTGACATTGGTG

beta-glucuronidase

Msp20 |
i Ball
BspM I 5 Msp20 I BsaB I
GCGTCTGTTGACTGGCAGGTGGTGGCCAATGGTGATGTCAGCGTTGAACTGCGTGATGCGGATCAACAGGTGGTTGCAACTGGACAAGGC
+ 3240

CGCAGACAACTGACCGTCCACCACCGGTTACCACTACAGTCGCAACTTGACGCACTACGCCTAGTTGTCCACCAACGTTGACCTGTTCCG

beta-glucuronidase

ACTAGCGGGACTTTGCAAGTGGTGAATCCGCACCTCTGGCAACCGGGTGAAGGTTATCTCTATGAACTGTGCGTCACAGCCAAAAGCCAG
. ) : : : : : = : ; F 3330

TGATCGCCCTGAAACGTTCACCACTTAGGCGTGGAGACCGTTGGCCCACTTCCAATAGAGATACTTGACACGCAGTGTCGGTTTTCGGTC

beta-glucuronidase

AWN |

EcoR YV CfrA |l
ACAGAGTGTGATATCTACCCGCTTCGCGTCGGCATCCGGTCAGTGGCAGTGAAGGGCCAACAGTTbCTGATTAACCACAAACCGTTCTAC
t t t t t t t t t + 3420

TGTCTCACACTATAGATGGGCGAAGCGCAGCCGTAGGCCAGTCACCGTCACTTCCCGGTTGTCAAGGACTAATTGGTGTTTGGCAAGATG

beta-glucuronidase

Bcg |
EcoDR3
BspH I Bcg I ApaL I Vsp |
TTTACTGGCTTTGGTCGTCATGAAGATGCGGACTTACGTGGCAAAGGATTCGATAACGTGCTGATGGTGCACGACCACGCATTAATGGAC
+ 3510

AAATGACCGAAACCAGCAGTACTTCTACGCCTGAATGCACCGTTTCCTAAGCTATTGCACGACTACCACGTGCTGGTGCGTAATTACCTG

beta-glucuronidase

Eco57 |
: EcoR124 |
i EcoP15 1
i EcoP15 I

Fr o
TGGATTGGGGCCAACTCCTACCGTACCTCGCATTACCCTTACGCTGAAGAGATGCTCGACTGGGCAGATGAACATGGCATCGTGGTGATT
+ 3600

ACCTAACCCCGGTTGAGGATGGCATGGAGCGTAATGGGAATGCGACTTCTCTACGAGCTGACCCGTCTACTTGTACCGTAGCACCACTAA

beta-glucuronidase

:Ber |
; Ear |

Bcg I Csp45 | Bcg |
F 3690

GATGAAACTGCTGCTGTCGGCTTTAACCTCTCTTTAGGCATTGGTTTCGAAGCGGGCAACAAGCCGAAAGAACTGTACAGCGAAGAGGCA

CTACTTTGACGACGACAGCCGAAATTGGAGAGAAATCCGTAACCAAAGCTTCGCCCGTTGTTCGGCTTTCTTGACATGTCGCTTCTCCGT

beta-glucuronidase
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pBI101.3 TDNA Map (1 >5352) Site and Sequence
T

Ace lll
GTCAACGGGGAAACTCAGCAAGCGCACTTACAGGCGATTAAAGAGCTGATAGCGCGTGACAAAAACCACCCAAGCGTGGTGATGTGGAG
¥ Il ¥ Il ¥ Il ¥ Il ¥ Il ¥ Il ¥ Il ¥ Il ¥ I 3780
A

CAGTTGCCCCTTTGAGTCGTTCGCGTGAATGTCCGCTAATTTCTCGACTATCGCGCACTGTTTTTGGTGGGTTCGCACCACTACACCTC

beta-glucuronidase

Miu |

Miu'l
G
t 3870

C

:ApaL | ESsp |

ATTGCCAACGAACCGGATACCCGTCCGCAAGTGCACGGGAATATTTCGCCACTGGCGGAAGCAACGCGTAAACTCGACCCGACGLCGTCC

TAACGGTTGCTTGGCCTATGGGCAGGCGTTCACGTGCCCTTATAAAGCGGTGACCGCCTTCGTTGCGCATTTGAGCTGGGCTGCGCAGG

beta-glucuronidase

EcoD XXI
A
+ 3960

i BspMI
ATCACCTGCGTCAATGTAATGTTCTGCGACGCTCACACCGATACCATCAGCGATCTCTTTGATGTGCTGTGCCTGAACCGTTATTACGG
T

TAGTGGACGCAGTTACATTACAAGACGCTGCGAGTGTGGCTATGGTAGTCGCTAGAGAAACTACACGACACGGACTTGGCAATAATGCC

beta-glucuronidase
T

+ 4050

A

TGGTATGTCCAAAGCGGCGATTTGGAAACGGCAGAGAAGGTACTGGAAAAAGAACTTCTGGCCTGGCAGGAGAAACTGCATCAGCCGAT

ACCATACAGGTTTCGCCGCTAAACCTTTGCCGTCTCTTCCATGACCTTTTTCTTGAAGACCGGACCGTCCTCTTTGACGTAGTCGGCTA

beta-glucuronidase

BspLU11 |
Earl

BsrG |
4140

BsaB | Bsg |
ATCATCACCGAATACGGCGTGGATACGTTAGCCGGGCTGCACTCAATGTACACCGACATGTGGAGTGAAGAGTATCAGTGTGCATGGCTG

TAGTAGTGGCTTATGCCGCACCTATGCAATCGGCCCGACGTGAGTTACATGTGGCTGTACACCTCACTTCTCATAGTCACACGTACCGAC

beta-glucuronidase

A
+ 4230

BsaB |
GATATIGTATCACCGCGTCTTTGATCGCGTCAGCGCCGTCGTCGGTGAACAGGTATGGAATTTCGCCGATTTTGCGACCTCGCAAGGCAT
T

CTATACATAGTGGCGCAGAAACTAGCGCAGTCGCGGCAGCAGCCACTTGTCCATACCTTAAAGCGGCTAAAACGCTGGAGCGTTCCGTA

beta-glucuronidase

Beg I

Nru |

i EcoP15 |
C

+ 4320

TTGCGCGTTGGCGGTAACAAGAAAGGGATCTTCACTCGlC.GACCGCAAACCGAAGTCGGCGGCTTTTCTGCTGCAAAAACGCTGGACTGG
G

AACGCGCAACCGCCATTGTTCTTTCCCTAGAAGTGAGCGCTGGCGTTTGGCTTCAGCCGCCGAAAAGACGACGTTTTTGCGACCTGACC

beta-glucuronidase
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Beg I'
i Ec0P15 I Bcg I

Bcgl
ATGAACTTCGGTGAAAAACCGCAGCAGGGAGGCAAACAATGAATCAACAACTCTCCTGGCGCACCATCGTCGGCTACAGCCTCGGGAATT
+ 4410

TACTTGAAGCCACTTTTTGGCGTCGTCCCTCCGTTTGTTACTTAGTTGTTGAGAGGACCGCGTGGTAGCAGCCGATGTCGGAGCCCTTAA

N

)

beta-glucuronidase
L4

BsaB |

BSt98 |

EcoICR |
Pvu I
+ 4500

Sacl
GCTACCGAGCTCGAATTTCCCCGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTAT

CGATGGCTCGAGCTTAAAGGGGCTAGCAAGTTTGTAAACCGTTATTTCAAAGAATTCTAACTTAGGACAACGGCCAGAACGCTACTAATA

BspLU11 |
i PpuloOl
i BfrBI

5 NSI I

CATATAATTTCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATTTATGAGATGGGTTTTTATGATTAGAGT
F 4590

GTATATTAAAGACAACTTAATGCAATTCGTACATTATTAATTGTACATTACGTACTGCAATAAATACTCTACCCAAAAATACTAATCTCA

BscE | BscE |
BssH 1]

i BssH I
i BscE |

P BscEI
CCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTTACT
+ 4680

GGGCGTTAATATGTAAATTATGCGCTATCTTTTGTTTTATATCGCGCGTTTGATCCTATTTAATAGCGCGCGCCACAGTAGATACAATGA

ECOR |
; FcoDR?
AGATCGGGAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCC
4770

TCTAGCCCTTAAGTGACCGGCAGCAAAATGTTGCAGCACTGACCCTTTTGGGACCGCAATGGGTTGAATTAGCGGAACGTCGTGTAGGGG

Bal |

i Kasl

i Nar |

ii Ehel

i Bbel
BsrB |

Pvu | Fsp | i
+ 4860

PvuII Earl
CTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGCCCGCTCCTTTCGCT

GAAAGCGGTCGACCGCATTATCGCTTCTCCGGGCGTGGCTAGCGGGAAGGGTTGTCAACGCGTCGGACTTACCGCGGGCGAGGAAAGCGA

NgoM |
: Nael
+ 4950

TTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTA

AAGAAGGGAAGGAAAGAGCGGTGCAAGCGGCCGAAAGGGGCAGTTCGAGATTTAGCCCCCGAGGGAAATCCCAAGGCTAAATCACGAAAT
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:Drdl

Dralll
' ' = + 5040

Taq Il
CGGCACCTCGACCCCAAAAAACTTGATTTGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTG

GCCGTGGAGCTGGGGTTTTTTGAACTAAACCCACTACCAAGTGCATCACCCGGTAGCGGGACTATCTGCCAAAAAGCGGGAAACTGCAAC

Bsa XI
5130

. UbaD |
GAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTATAAGGGATT

CTCAGGTGCAAGAAATTATCACCTGAGAACAAGGTTTGACCTTGTTGTGAGTTGGGATAGAGCCCGATAAGAAAACTAAATATTCCCTAA

Ec0P15 |
TTGCCGATTTCGGAACCACCATCAAACAGGATTTTCGCCTGCTGGGGCAAACCAGCGTGGACCGCTTGCTGCAACTCTCTCAGGGCCAGG
+ 5220

BsrD |

AACGGCTAAAGCCTTGGTGGTAGTTTGTCCTAAAAGCGGACGACCCCGTTTGGTCGCACCTGGCGAACGACGTTGAGAGAGTCCCGGTCC
EcoD |

Pvu I Esp3|
CGGTGAAGGGCAATCAGCTGTTGCCCGTCTCACTGGTGAAAAGAAAAACCACCCCAGTACATTAAAAACGTCCGCAATGTGTTATTAAGT
+ 5310

GCCACTTCCCGTTAGTCGACAACGGGCAGAGTGACCACTTTTCTTTTTGGTGGGGTCATGTAATTTTTGCAGGCGTTACACAATAATTCA

TGTCTAAGCGTCAATTTGTTTACACCACAATATATCCTGCCA
f 5352

ACAGATTCGCAGTTAAACAAATGTGGTGTTATATAGGACGGT



